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The ACCE Model for Genetic Testing
Do “Benefits” = Clinical Utility?
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DTC Customer (IPeG) Study

Natural experiments in the impact of genetic
risk disclosure!
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Impact of Personal Genomics Services Study
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Communicating Genetic Risk for Diabetes (Grant, PI)
R21 DK084527

Phase 1 Phase 2

Source Population:
overweight adults at
risk for developing

diabetes [n~7000] RV2: No Genetic
No Genetic Testing Information
[n~40]

RV1: consent RV3: Exit
& survey Randomization: 4:1 ratio : . Interview

[n~200] (testing: no testing) RV2: Genetic
Counseling
Diabetes Genotype Intervention
Score Testing  [n~
160]

Average
Genetic Risk
End Study
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The United States is
the country with the
most high-throughput
sequencing machines.

Labs in North
America will finish
some 9,000
genomes by the
end of next year.
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WGS in the Practice of Medicine

General Genomic Medicine Disease-Specific Genomic Medicine

General Genome Report Symptoms/Disease/FamHx
All Patients Specific Genome Report
Selected Patients
* Penetrant disease variants
« Recessive carrier status Annotation of variants in
« PGx Variants relevant disease genes

* Blood and HLA Type

General Genome Report
All Patients

» Penetrant disease variants
» Recessive carrier status

* PGx Variants

* Blood and HLA Type
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Study Arms

Standard of Care plus Whole
Ganome Sequencing

Healthy patients managed Healthy patients managed
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